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Murg Ligase Induces Fluid Regions in Bacterial Membranes
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Bacterial membranes have distinct components and are exposed to different environments, such as temperature variations, com-
pared to eukaryotic cells. Microdomains of increased fluidity, known as Regions of Increased Fluidity (RIFs), have been observed
in bacterial membranes and may act as platforms for the assembly of proteins. However, the exact mechanisms governing the
organization of proteins in bacterial membranes are still not fully understood [1,2]. It is possible that protein assembly may not
always rely on lipid segregation or pre-existing lipid domains, and other factors, such as electrostatic interactions between pro-
teins, protein concentration, and lateral pressure, may be important.

This study used High-Speed Atomic Force Microscopy (HS-AFM) [3] to investigate the partitioning of MurG glycosyltransferases
from Gram positive and Gram negative bacteria into lipid bilayers. Surprisingly, the MurG proteins were found to partition the
membrane without requiring any preliminary lipid-induced partitioning. This study reveals important information about the
membrane organisation of MurG proteins in phospholipid bilayers, providing insight into how these proteins help structure the
bacterial membrane.



